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FIGURE 1A 

1 GCACGAGAAACTTTGCTGTGCGCGTTCTCCCGCGCGCGGGCTCAACTTTGTAGAGCGAGG 60 



61 GGCCAACTTGGCAGAGCGCGCGGCCAGCTTTGCAGAGAGCGCCCTCCAGGGACTATGCGT 120 



121 GCGGGGACACGGGTCGCTTTGGGCTCTTCCACCCCTGCGGAGCGCACTACCCCGAGCCAG 180 
18 1 GGGCGGTGCAAGCCCCGCCCGGCCCTACCCAGGGCGGCTCCTCCCTCCGCAGCGCCGAGA 240 



241 CTTTTAGTTTCGCTTTCGCTAAAGGGGCCCCAGACCCTTGCTGCGGAGCGACGGAGAGAG 300 



301 ACTGTGCGAGTCCCAGCCGCCCTACCGCCGTGGGAACGATGGCAGATGATCAGGGCTGTA 360 
I MADDQGCI8 



361 TTGAAGAGCAGGGGGTTGAGGATTCAGCAAATGAAGATTCAGTGGATGCTAAGCCAGACC 420 

9 EEQGVEDSANEDSVDAKPDR 28 

421 GGTCCTCGTTTGTACCGTCCCTCTTCAGTAAGAAGAAGAAAAATGTCACCATGCGATCCA 480 

29 SSFVPSLFSKKKKUVTMRSI 48 

481 TCAAGACCACCCGGGACCGAGTGCCTACATATCAGTACAACATGAATTTTGAAAAGCTGG 540 

49 KTTRDRVPT YQYNMNFEKLG 68 

541 GCAAATGCATCATAATAAACAACAAGAACTTTGATAAAGTGACAGGTATGGGCGTTCGAA 600 

69 KCIIINNKNFDKVTGMGVRN 88 

601 ACGGAACAGACAAAGATGCCGAGGCGCTCTTCAAGTGCTTCCGAAGCCTGGGTTTTGACG 660 

89 GTDKDAEALFKCFRSLGFDV 108 



661 TGATTGTCTATAATGACTGCTCTTGTGCCAAGATGCAAGATCTGCTTAAAAAAGCTTCTG 720 
109 IVYNDCSCAKMQDLLKKASE 128 



721 AAGAGGACCATACAAATGCCGCCTGCTTCGCCTGCATCCTCTTAAGCCATGGAGAAGAAA 780 

129 EDHTNAACFACILLSHGEEN 148 

781 ATGTAATTTATGGGAAAGATGGTGTCACACCAATAAAGGATTTGACAGCCCACTTTAGGG 840 

149 VIYGKDGVTPIKDLTAHFRG 168 

841 GGGATAGATGCAAAACCCTTTTAGAGAAACCCAAACTCTTCTTCATTCAGGCTTGCCGAG 900 

169 DRCKTLLEKPKLFFIQACRG 188 



901 GGACCGAGCTTGATGATGCCATCCAGGCCGACTCGGGGCCCATCAATGACACAGATGCTA 960 
189 TELDDAIQADSGPINDTDAN 208 
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FIGURE IB 



961 ATCCTCGATACAAGATCCCAGTGGAAGCTGACTTCCTCTTCGCCTATTCCACGGTTCCAG 1020 
209 PRYKIPVEADFLFAYSTVPG 228 



1021 GCTATTACTCGTGGAGGAGCCCAGGAAGAGGCTCCTGGTTTGTGCAAGCCCTCTGCTCCA 1080 

229 YYSWRSPGRGSWFVQAI.CS I 248 

1081 TCCTGGAGGAGCACGGAAAAGACCTGGAAATCATGCAGATCCTCACCAGGGTGAATGACA 1140 

249 LEEHGKDLE IMQILTRVNDR 268 



1141 GAGTTGCCAGGCACTTTGAGTCTCAGTCTGATGACCCACACTTCCATGAGAAGAAGCAGA 1200 

269 VARHFESQSDDPHFHEKKQI 288 

1201 TCCCCTGTGTGGTCTCCATGCTCACCAAGGAACTCTACTTCAGTCAATAGCCATATCAGG 1260 

289 PCVVSMLTKELYFSQ 303 

1261 GGTACATTCTAGCTGAGAAGCAATGGGTCACTCATTAATGAATCACATTTTTTTATGCTC 1320 



1321 TTGAAATATTCAGAAATTCTCCAGGATTTTAATTTCAGGAAAATGTATT 1369 
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FIGURE 2 A 



1 GCACGAGCGGATGGGTGCTATTGTGAGGCGGTTGTAGAAGAGTTTCGTGAGTGCTCGCAG 6 0 

6 1 CTCATACCTGTGGCTGTGTATCCGTGGCCACAGCTGGTTGGCGTCGCCTTGAAATCCCAG 120 

121 GCCGTGAGGAGTTAGCGAGCCCTGCTCACACTCGGCGCTCTGGTTTTCGGTGGGTGTGCC 180 

181 CTGCACCTGCCTCTTCCCGCATTCTCATTAATAAAGGTATCCATGGAGAACACTGAAAAC 240 
I MENTEN6 



241 TCAGTGGATTCAAAATCCATTAAAAATTTGGAACCAAAGATCATACATGGAAGCGAATCA 30 0 
7SVDSKSIKNLEPKI IHGSES26 



3 01 ATGGACTCTGGAATATCCCTGGACAACAGTTATAAAATGGATTATCCTGAGATGGGTTTA 3 6 0 
27MDSGISLDNSYKMDYPEMGL46 



361 TGTATAATAATTAATAATAAGAATTTTCATAAAAGCACTGGAATGACATCTCGGTCTGGT 42 0 
47CIIINNKNFHKSTGMTSRSG66 

421 ACAGATGTCGATGCAGCAAACCTCAGGGAAACATTCAGAAACTTGAAATATGAAGTCAGG 480 
67TDVDAANLRETFRNLKYEVR86 

481 AATAAAAATGATCTTACACGTGAAGAAATTGTGGAATTGATGCGTGATGTTTCTAAAGAA 540 
87NKNDLTREEIVELMRDVSKE 106 

541 GATCACAGCAAAAGGAGCAGTTTTGTTTGTGTGCTTCTGAGCCATGGTGAAGAAGGAATA 600 
107 DHSKRSSFVCVLLSHGEEGI 126 

601 ATTTTTGGAACAAATGGACCTGTTGACCTGAAAAAAATAACAAACTTTTTCAGAGGGGAT 660 
127 IFGTNGPVDLKKITNFFRGD 146 

661 CGTTGTAGAAGTCTAACTGGAAAACCCAAACTTTTCATTATTCAGGCCTGCCGTGGTACA 720 
147 RCRSLTGKPKLFI IQACRGT 166 

721 GAACTGGACTGTGGCATTGAGACAGACAGTGGTGTTGATGATGACATGGCGTGTCATAAA 7 8 0 
167 ELDCGIETDSGVDDDMACHK 186 

7 81 ATACCAGTGGAGGCCGACTTCTTGTATGCATACTCCACAGCACCTGGTTATTATTCTTGG 84 0 
187 IPVEADFLYAYSTAPGYYSW 206 
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FIGURE 2B 



841 CGAAATTCAAAGGATGGCTCCTGGTTCATCCAGTCGCTTTGTGCCATGCTGAAACAGTAT 9 00 
207 RNSKDGSWFIQSLCAMLKQY 226 



901 GCCGACAAGCTTGAATTTATGCACATTCTTACCCGGGTTAACCGAAAGGTGGCAACAGAA 960 

227 ADKLEFMH ILTRVNRKVATE 246 

9 61 TTTGAGTCCTTTTCCTTTGACGCTACTTTTCATGCAAAGAAACAGATTCCATGTATTGTT 10 20 

247 FESFSFDATFHAKKQIPCIV 266 

1021 TCCATGCTCACAAAAGAACTCTATTTTTATCACTAAAGAAATGGTTGGTTGGTGGTTTTT 1080 

267 SMLTKELYFYH* 277 

1081 TTTAGTTTGTATGCCAAGTGAGAAGATGGTATATTTGGGTACTGTATTTCCCTCTCATTG 1140 



1141 GGGACCTACTCTCATGCTG 1159 
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1 GCACGAGAAACTTTGCTGTGCGCGTTCTCCCGCGCGCGGGCTCAACTTTGTAGAGCGAGG 

61 GGCCAACTTGGCAGAGCGCGCGGCCAGCTTTGCAGAGAGCGCCCTCCAGGGACTATGCGT 
1 MR 

121 GCGGGGACACGGGTCGCTTTGGGCTCTTCCACCCCTGCGGAGCGCACTACCCCGAGCCAG 

3 AGTRVALGSSTPAERTTPSQ 

181 GGGCGGTGCAAGCCCCGCCCGGCCCTACCCAGGGCGGCTCCTCCCTCCGCAGCGCCGAGA 

23 GRCK-PRPALPRAAPPSAAPR 

241 CTTTTAGTTTCGCTTTCGCTAAAGGGGCCCCAGACCCTTGCTGCGGAGCGACGGAGAGAG 

43 LLVSLSLKGPQTLAAERRRE 

301 ACTGTGCCAGTCCCAGCCGCCCTACCGCCGTGGGAACGATGGCAGATGATTCAGGGCTGT 

63 TVPVPAALPPWERWQMIQGC 

361 ATTGAAGAGCAGGGGGTTGAGGATTCAGCAAATGAAGATTCAGTGGATGCTAAGCCAGAC 

83 IEEQGVEDSANEDSVDAKPD 

42 1 CGGTCCTCGTTTGTACCGTCCCTCTTCAGTAAGAAGAAGAAAAATGTCACCATGCGATCC 

103 RSSFVPSLFSKKKKNVTMRS 

481 ATCAAGACCACCCGGGACCGAGTGCCTACATATCAGTACAACATGAATTTTGAAAAGCTG 

123. IKTTRDRVPTYQYNMNFEKL 

541 GGCAAATGCATCATAATAAACAACAAGAACTTTGATAAAGTGACAGGTATGGGCGTTCGA 

143 GKC I I INNKNFDKVTGMGVR 

601 AACGGAACAGACAAAGATGCCGAGGCGCTCTTCAAGTGCTTCCGAAGCCTGGGTTTTGAC 

163 NGTDKDAEALFKCFRSLGFD 

661 GTGATTGTCTATAATGACTGCTCTTGTGCCAAGATGCAAGATCTGCTTAAAAAAGCTTCT 

183 VIVYNDCSCAKMQDLLKKAS 

721 GAAGAGGACCATACAAATGCCGCCTGCTTCGCCTGCATCCTCTTAAGCCATGGAGAAGAA 

203 EEDHTNAACFACILLSHGEE 

781 AATGTAATTTATGGGAAAGATGGTGTCACACCAATAAAGGATTTGACAGCCCACTTTAGG 

223 NVIYGKDGVTPIKDLTAHFR 

841 GGGGATAGATGCAAAACCCTTTTAGAGAAACCCAAACTCTTCTTCATTCAGGCTTGCCGA 

243 GDRCKTLLEKPKLFF IQACR 

901 GGGACCGAGCTTGATGATGGCATCCAGGCCGACTCGGGGCCCATCAATGACACAGATGCT 

263 GTELDDGIQADSGPINDTDA 

961 AATCCTCGATACAAGATCCCAGTGGAAGCTGACTTCCTCTTCGCCTATTCCACGGTTCCA 

283 NPRYKIPVEADFLFAYSTVP 

1021 GGCTATTACTCGTGGAGGAGCCCAGGAAGAGGCTCCTGGTTTGTGCAAGCCCTCTGCTCC 

303 GYYSWRSPGRGSWFVQALCS 

1081 ATCCTGGAGGAGCACGGAAAAGACCTGGAAATCATGCAAATCCTCCACCAGGGTGAATGA 

323 ILEEH GKDLEIMQILHQGE* 

1141 CAGAGTTGCCAGGCACTTTGAGTCTCAGTCTGATGACCCACACTTCCATGAGAAGAAGCA 

1201 GATCCCCTGTGTGGTCTCCATGCTCACCAAGGAACTCTACTTCAGTCAATAGCCATATCA 

12 61 GGGGTACATTCTAGCTGAGAAGCAATGGGTCACTCATTAATGAATCACATTTTTTTATGC 

1321 TCTTGAAATATTCAGAAATTCTCCAGGATTTTAATTTCAGGAAAATGTATT 



Figure 1 



1 GCACGAGCGGATGGGTGCTATTGTGAGGCGGTTGTAGAAGAGTTTCGTGAGTGCTCGCAG 

6 1 CTCATACCTGTGGCTGTGTATCCGTGGCCACAGCTGGTTGGCGTCGCCTTGAAATCCCAG 

121 GCCGTGAGGAGTTAGCGAGCCCTGCTCACACTCGGCGCTCTGGTTTTCGGTGGGTGTGCC 

181 CTGCACCTGCCTCTTCCCGCATTCTCATTAATAAAGGTATCCATGGAGAACACTGAAAAC 
x M E N T E N 

241 TCAGTGGATTCAAAATCCATTAAAAATTTGGAACCAAAGATCATACATGGAAGCGAATCA 

7 SVDSKSIKNLEPKIIHGSES 

3 01 ATGGACTCTGGAATATCCCTGGACAACAGTTATAAAATGGATTATCCTGAGATGGGTTTA 

27 MDSGISLDNSYKMDYPEMGL 

3 61 TGTATAATAATTAATAATAAGAATTTTCATAAAAGCACTGGAATGACATCTCGGTCTGGT 

47 CIIINNKNFHKSTGMTSRSG 

421 ACAGATGTCGATGCAGCAAACCTCAGGGAAACATTCAGAAACTTGAAATATGAAGTCAGG 

67 TDVDAA NLRETFRNLKYEVR 

481 AATAAAAATGATCTTACACGTGAAGAAATTGTGGAATTGATGCGTGATGTTTCTAAAGAA 

87 NKNDLTREEIVELMRDVSKE 

541 GATCACAGCAAAAGGAGCAGTTTTGTTTGTGTGCTTCTGAGCCATGGTGAAGAAGGAATA 

107 DHSKRSSFVCVLLSHGEEGI 

601 ATTTTTGGAACAAATGGACCTGTTGACCTGAAAAAAATAACAAACTTTTTCAGAGGGGAT 

127 IFGTNGPVDLKKITNFFRGD 

661 CGTTGTAGAAGTCTAACTGGAAAACCCAAACTTTTCATTATTCAGGCCTGCCGTGGTACA 

147 RCRSLTGKPKLFI IQACRGT 

7 21 GAACTGGACTGTGGCATTGAGACAGACAGTGGTGTTGATGATGACATGGCGTGTCATAAA 

167 ELDCGIETDSGVDDDMACHK 

781 ATACCAGTGGAGGCCGACTTCTTGTATGCATACTCC ACAGCACCTGGTTATTATTCTTGG 

187 ipvEADFLYAYSTAPGYYSW 

841 CGAAATTCAAAGGATGGCTCCTGGTTCATCCAGTCGCTTTGTGCCATGCTGAAACAGTAT 

207 RNSKDGSWFIQSLCAMLKQY 

901 GCCGACAAGCTTGAATTTATGCACATTCTTACCCGGGTTAACCGAAAGGTGGCAACAGAA 

227 ADKLEFMHILTRVNRKVATE 

961 TTTGAGTCCTTTTCCTTTGACGCTACTTTTCATGCAAAGAAACAGATTCCATGTATTGTT 

247 FESFSFDATFHAKKQI PCIV 

1021 TCCATGCTCACAAAAGAACTCTATTTTTATCACTAAAGAAATGGTTGGTTGGTGGTTTTT 

267 SMLTKELYFYH* 

1081 TTTAGTTTGTATGCCAAGTGAGAAGATGGTATATTTGGGTACTGTATTTCCCTCTCATTG 

1141 GGGACCTACTCTCATGCTG 
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